
<150> US 08/733,622 
<151> 1996-10-17 



<150> US 60/017,646 / 
<151> 1996-05-14 / 

<150> US 60/005,527 / 
<151> 1995-10-18 / 

<160> 29 / 

<170> FastSEQ for Wifidows Version 3.0 

<210> 1 / 
<211> 1984 / 
<212> DNA / 
<213> Mus musculua 

<220> / 
<221> CDS / 
<222> (374) . . . (ip4) 

<400> 1 / 

cacgagcgca caccgctcgg /ctctccttgc gacacgccct catccccggt gtttctcaag 60 

tagacgtccc gagacggtcg/ ctgaggcact gtttccacgc gatcagggtt cctcaggctt 120 

gacattcaaa agtgggtgcg/ gaacccgcgg cactcggagc gtgctttaaa gcggccgcca 180 

gccagcgccg ctctaacctq gcgccccggc tgccggcggc tcccgccctg catctgcgcc 240 

gacgcgaccg agcgatcccd gggcctccct gcgcccggaa tctcccgcca gccgcgcggg 300 

tccccacggc agcagcacgf ggagcggccg cggagcctga gcgacagctg cagcccgcgc 360 

ggcccgcggc gac atg qpa gat ata caa ccg act gtg gag ctg aaa age 409 
Met Qlu Asp lie Gin Pro Thr Val Glu Leu Lys Ser 
1 / 5 10 

acg gag gag cag ecu ctg ccc aca gag age cca gae get ctg aat gae 457 
Thr Glu Glu Gin Pro Leu Pro Thr Glu Ser Pro Asp Ala Leu Asn Asp 
15 / 20 25 

tae age ttg cec aa/a cet cat gag ata gaa aac gtg gac agt aga gaa 505 
Tyr Ser Leu Pro L^s Pro His Glu lie Glu Asn Val Asp Ser Arg Glu 
30 I 35 40 

gee cca gee aat gaa gac gaa gat gea gga gaa gat teg atg aaa gtg 553 
Ala Pro Ala Asn Glu Asp Glu Asp Ala Gly Glu Asp Ser Met Lys Val 
45 / 50 55 60 

aaa gat gaa tac/ age gae aga gat gag aac att atg aag ccg gag cec 601 
Lys Asp Glu Tyn Ser Asp Arg Asp Glu Asn lie Met Lys Pro Glu Pro 
/ 65 70 75 



- 1 - 



t 



atg gga gat gca gaa gag agt gaa atg 
Met Gly Asp Ala Glu Glu Ser Glu Met 
80 85 



:t tac age tat gca aga gaa 
■fro Tyr Ser Tyr Ala Arg Glu 
90 



649 



tac age gac tat gaa age att aag ctg bag aga cac gtg ccc tat gac 
Tyr Ser Asp Tyr Glu Ser He Lys Leu /Glu Arg His Val Pro Tyr Asp 
95 100 / 105 



697 



aac age aga cea acc agt ggg aag at^ 
Asn Ser Arg Pro Thr Ser Gly Lys Me 
110 115 



aac tge gac gtg tgc ggg tta 
Asn Cys Asp Val Cys Gly Leu 
120 



745 



tec tge att age ttc aac gtc ttg 
Ser Cys He Ser Phe Asn Val Leu 
125 130 



tg gtt eat aag ega age eat ace 
iet Val His Lys Arg Ser His Thr 
135 140 



793 



ggc gaa cgc ccg ttc cag tgt aat 
Gly Glu Arg Pro Phe Gin Cys As 
145 



fcag tge ggg gca tet ttt act eag 
Gin Cys Gly Ala Ser Phe Thr Gin 
150 155 



841 



aaa ggt aac etc etc egt eat at 
Lys Gly Asn Leu Leu Arg His I J 
160 



aaa ctg cac acg ggg gaa aaa cet 
Lys Leu His Thr Gly Glu Lys Pro 
165 170 



889 




ttt aag tgt cac etc tge aac 
Phe Lys Cys His Leu Cys Asn 
175 



ac gca tgc caa agg aga gat gcg etc 
yr Ala Cys Gin Arg Arg Asp Ala Leu 
180 185 



acg gga cac ctt agg aca eat/ tet gtg gag aag ccg tac aag tgt gag 
Thr Gly His Leu Arg Thr His Ser Val Glu Lys Pro Tyr Lys Cys Glu 
190 195 200 



937 



985 



ttc tge gga aga age tac aafg cag aga age tec ctg gag gag cac aag 
Phe Cys Gly Arg Ser Tyr Lys Gin Arg Ser Ser Leu Glu Glu His Lys 
205 210 / 215 220 



1033 



gaa cgc tgc cga get ttt 
Glu Arg Cys Arg Ala Phe 
225 



itt cag aac cet gac ctg ggg gac get gca 
(.eu Gin Asn Pro Asp Leu Gly Asp Ala Ala 
230 235 



1081 



agt gtg gag gca aga cac /ate aaa gee gag atg gga agt gag aga get 
Ser Val Glu Ala Arg His /He Lys Ala Glu Met Gly Ser Glu Arg Ala 
240 / 245 250 



1129 



etc gtc ctg gac aga tta/ gca age aat gtg get aag ega aaa age teg 
Leu Val Leu Asp Arg LetJ Ala Ser Asn Val Ala Lys Arg Lys Ser Ser 
255 / 260 265 



1177 



atg cet eag aaa ttc att 
Met Pro Gin Lys Phe I 
270 



ggt gag aag egg cac tgc ttc gat gee aac 
Gly Glu Lys Arg His Cys Phe Asp Ala Asn 
275 280 



1225 



tac aat ccc ggc tac 
Tyr Asn Pro Gly Tyr 
285 



:g tac gag aag gag aac gag atg atg cag acc 
Tyr Glu Lys Glu Asn Glu Met Met Gin Thr 
190 295 300 



1273 



egg atg atg gac caa 
Arg Met Met Asp Gin 
305 



cc ate aat aac gee ate age tat eta ggg get 
fAla He Asn Asn Ala He Ser Tyr Leu Gly Ala 
310 315 



1321 
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gaa gcc ttc cgc ccc tta gtc cag act 
Glu Ala Phe Arg Pro Leu Val Gin Thr 
320 325 



/eg cct get ccc ace tet gag 
Pro Pro Ala Pro Thr Ser Glu 
330 



1369 



atg gtc eca gtc ate age agt gtg tac/ ccc ata gca ctt act egg gcc 
Met Val Pro Val lie Ser Ser Val Tyxj Pro lie Ala Leu Thr Arg Ala 
335 340 / 345 



1417 



gat atg eca atg ggg gcc eeg cag gatg atg gaa aag aaa egg ate etc 
Asp Met Pro Met Gly Ala Pro Gin gLu Met Glu Lys Lys Arg lie Leu 
350 355 / 360 



1465 



ctg eca gag aag ate ttg cct tct /gaa cga ggt ctg tec ccc aat aac 
Leu Pro Glu Lys lie Leu Pro Ser/Glu Arg Gly Leu Ser Pro Asn Asn 
365 370 / 375 380 



1513 



agt gee cag gac tee aea gae 
Ser Ala Gin Asp Ser Thr Asp Tt 
385 



gac age aac cae gag gat cgc caa 
Asp Ser Asn His Glu Asp Arg Gin 
390 395 



1561 



cat etc tac cag caa age eac 
His Leu Tyr Gin Gin Ser His 
400 



g gtc etc ccc cag gcc cgc aat ggg 
-^al Val Leu Pro Gin Ala Arg Asn Gly 
405 410 



1609 



atg cct ett ctg aag gag gtc /cct cgc tct ttt gaa etc etc aag ccc 
Met Pro Leu Leu Lys Glu Val /Pro Arg Ser Phe Glu Leu Leu Lys Pro 
415 /420 425 



1657 



cct ccc ate tgc ctg agg gad 
Pro Pro lie Cys Leu Arg As| 
430 4: 



tec ate aaa gtg ate aac aaa gaa ggg 
Ser lie Lys Val lie Asn Lys Glu Gly 
440 



1705 



gag gtg atg gat gtg ttt cAa tgt gac cae tgc eac gtc etc ttc eta 
Glu Val Met Asp Val Phe Atg Cys Asp His Cys His Val Leu Phe Leu 
445 450 I 455 460 



1753 



gat tat gtg atg ttc ace 
Asp Tyr Val Met Phe Thr 
465 



ite cae atg ggg tgc cat ggt ttc cgt gat 
Lie His Met Gly Cys His Gly Phe Arg Asp 
470 475 



1801 



ccc ttt gag tgt aac atg /tgt ggc tat cga age cae gat cgc tat gag 
Pro Phe Glu Cys Asn Met Icys Gly Tyr Arg Ser His Asp Arg Tyr Glu 
480 I 485 490 



1849 



ttc tec tct cae ate gee/ aga gga gag eac aga gee atg ttg aag 
Phe Ser Ser His lie Ala! Arg Gly Glu His Arg Ala Met Leu Lys 
495 / 500 505 



tgagcatetg teeteaatgc 
ceagtagact gaacteaaac 



fragggtcaac attgtttttt aaagctgatg gtagcettat 
jcacetegag 



1894 



1954 
1984 



<210> 2 
<211> 507 
<212> PRT 
<213> Mus musciilus 



<400> 2 

Met Glu Asp lie Gin pro Thr Val Glu Leu Lys Ser Thr Glu Glu Gin 

1 5 / 10 15 

Pro Leu Pro Thr Glu /Ser Pro Asp Ala Leu Asn Asp Tyr Ser Leu Pro 
20 / 25 30 



Lys 


Pro 


His 


Glu 




35 




Glu 


Asp 


Glu 


Asp 




50 






Ser 


Asp 


Arg 


Asp 


65 








Glu 


Glu 


Ser 


Glu 


Glu 


Ser 


He 


Lys 








100 


inr 


Ser 


i»xy 


Lys 






115 




Phe 


Asn 


Val 


Leu 




130 






Phe 


Gin 


Cys 


Asn 


145 








Leu 


Arg 


His 


He 


Leu 


Cys 


Asn 


Tyr 








180 


Arcf 


Tnr 


nXS 


Ser 






195 




Ser 


Tyr 


Lys 


Gin 




210 






Ala 


Phe 


Leu 


Gin 


225 








Arg 


His 


He 


Lys 


Arg 


Leu 


Ala 


Ser 








260 


Phe 


He 


Gly 


Glu 






275 




Tyr 


Met 


Tyr 


Glu 




290 






Gin 


Ala 


He 


Asn 


305 








Pro 


Leu 


Val 


Gin 


He 


Ser 


Ser 


Val 








340 


Gly 


Ala 


Pro 


Gin 




355 




He 


Leu 


Pro 


Ser 




370 






Ser 


Thr 


Asp 


Thr 


385 








Gin 


Ser 


His 


Val 


Lys 


Glu 


Val 


Pro 






420 


Leu 


Arg 


Asp 


Ser 






435 




Val 


Phe 


Arg 


Cys 




450 






Phe 


Thr 


He 


His 


465 








Asn 


Met 


Cys 


Gly 


He 


Ala 


Arg 


Gly/ 








500 



He 


Glu 


Asn 


Val 








40 


Ala 


Gly 


Glu 


Asp 






55 




Glu 


Asn 


He 


Met 




70 






Met 


Pro 


Tyr 


Serl 


85 








Leu 


Glu 


Arg 


Hi&i 


Met 


Asn 


Cys 


Asb 








120 


neu 


vax 


tl±.a 


T T>a 
ijy S 






135 




Gin 


Cys 


Gly 


Ala 




150 






Lys 


Leu 


His 


/Thr 


165 








Ala 


Cys 


Glri 


Arg 


Val 


Glu 


Ly4 


Pro 






200 


Arg 


ser 


ser 


Leu 






2il5 




Asn 


Pro 


Asp 


Leu 




230 




Ala 


Glu 


Met 


Gly 


245 








Asn 


Val/ 


Ala 


Lys 


Lys 


Ari 


His 


Cys 








280 


Lys 


GlU 


Asn 


GlU 






295 




Asn 


M.a 


He 


Ser 




310 






Thr 


Pro 


Pro 


Ala 


325 








Tyr 


iPro 


He 


Ala 


Glui 


[Met 


Glu 


Lys 








360 


GiUi 


TV «n» 

Arg 


Gly 


Lieu 






375 




Asi 


Ser 


Asn 


His 




390 






VaJl 


Leu 


Pro 


Gin 


405 








Afg 


Ser 


Phe 


Glu 


me 


Lys 


Val 


He 








440 


Asp 


His 


Cys 


His 






455 




Met 


Gly 


Cys 


His 




470 






Tyr 


Arg 


Ser 


His 


485 








Glu 


His 


Arg 


Ala 



Asp 


Ser 


Arg 


Glu 


ser 


Met 


Lys 


Val 






60 


Lys 


Pro 


r* 1 11 
u'±U 


Pro 




75 




Tyr 


Ala 


Arg 


Glu 




90 






Val 


Pro 


Tyr 


Asp 


105 








Val 


Cys 


Gly 


Leu 


Arg 


Ser 


His 


Thr 








140 


Cat- 

oer 


irne 


1 or 


vT±ri 






155 




Gly 


Glu 


Lys 


Pro 




170 






Arg 


Asp 


Ala 


Leu 


185 








Tyr 


Lys 


Cys 


Glu 


Glu 


Glu 


His 


Lys 








220 


CjXy 


Asp 


Aia 


Axa 






235 




Ser 


Glu 


Arg 


Ala 




250 






Arg 


Lys 


Ser 


Ser 


265 








Phe 


Asp 


Ala 


Asn 


Met 


Met 


Gin 


Thr 








300 


iyr 


Leu 




Ala 






315 




Pro 


Thr 


Ser 


Glu 




330 






Leu 


Thr 


Arg 


Ala 


345 








Lys 


Arg 


He 


Leu 


Ser 


Pro 


Asn 


Asn 








380 




Asp 


Arg 








395 




Ala 


Arg 


Asn 


Gly 




410 






Leu 


Leu 


Lys 


Pro 


425 








Asn 


Lys 


Glu 


Gly 


Val 


Leu 


Phe 


Leu 








460 


Gly 


Phe 


Arg 


Asp 






475 




Asp 


Arg 


Tyr 


Glu 




490 






Met 


Leu 


Lys 




505 









Ala 


Pro 


Ala 


Asn 


45 








Lys 


Asp 


Glu 


Tyr 


Met 


Gly 


Asp 


Ala 








80 


Tyr 






lyr 






95 




Asn 


Ser 


Arg 


Pro 




110 






Ser 


Cys 


He 


Ser 


125 








Gly 


Glu 


Arg 


Pro 


Lys 


Gly 


Asn 


Leu 








160 


jrne 


Lys 


Cys 


IIXS 






175 




Thr 


Gly 


His 


Leu 




190 






Phe 


Cys 


Gly 


Arg 


205 








Glu 


Arg 


Cys 


Arg 


Ser 


Val 


Glu 


Ala 








240 


Leu 


Vax 


Leu 


Asp 






255 




Met 


Pro 


Gin 


Lys 




270 






Tyr 


Asn 


Pro 


Gly 


285 








Arg 


Met 


Met 


Asp 


Glu 


Ala 


Phe 


Arg 








320 


fieu 




Pro 


vax 






335 




Asp 


Met 


Pro 


Met 




350 






Leu 


Pro 


Glu 


Lys 


365 






Ser 


Ala 


Gin 


Asp 


His 


Leu 


Tyr 


Gin 








400 




Irl. \J 


T oil 


T oi 1 






415 




Pro 


Pro 


He 


Cys 




430 




Glu 


Val 


Met 


Asp 


445 








Asp 


Tyr 


Val 


Met 


Pro 


Phe 


Glu 


Cys 








480 


Phe 


Ser 


Ser 


His 






495 





<2iq> 3 

<213\> 26 
<212> DNA 
<213> Mus musculus 

<400^ 3 

tactaccatc rtcacatgggc tgacca 

<210>1 4 
<211>\26 
<212>1dNA 
<213> iMus musculus 

<400> 

gaccagcaca t^ttgacact ctgaaa 

<210> 
<211> 24 
<212> DNA 
<213> ^ias musculus 



26 



26 



<400> 51 
gtgtgcgggt taicctgcat tagc 



24 



<210> 6 
<211> 24| 
<212> DNf 
<213> Mut 



musculus 



<400> 6 
atcgaagcag tgcc 



jcttct cacc 



24 



<210> 7 
<211> 6281 
<212> DNA 
<213> Homo\ sapiens 

<220> 
<221> CDS 
<222> (1) • X (627) 



<400> 7 

gaa aga gat gag ait gtt tta aag tea gaa ccc atg gga aat gca gaa 
Glu Arg Asp Glu Adn Val Leu Lys Ser Glu Pro Met Gly Asn Ala Glu 
1 fe 10 15 



48 



gag cct gaa ate cct 
Glu Pro Glu lie Pre 
20 



tac age tat tea aga gaa tat aat gaa tat gaa 
Tyr Ser Tyr Ser Arg Glu Tyr Asn Glu Tyr Glu 
25 30 



96 



aac att aag ttg gag \ aga cat gtt gtc tea ttc gat agt age agg cca 
Asn lie Lys Leu Glu \Arg His Val Val Ser Phe Asp Ser Ser Arg Pro 
35 \ 40 45 



144 



ace agt gga aag atg 
Thr Ser Gly Lys Met 
50 

ttc aat gtc tta atg 
Phe Asn Val Leu Met 
65 



aac tge gat gtg tgt gga tta tec tge ate age 192 
\sn Cys Asp Val Cys Gly Leu Ser Cys lie Ser 
55 60 

t eat aag cga age cat act ggt gaa egc cca 240 
1 His Lys Arg Ser His Thr Gly Glu Arg Pro 
70 75 80 
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ttc cag tgt aat cag tgt ggg gca tct ttt/act cag aaa ggt aac etc 
Phe Gin Cys Asn Gin Cys Gly Ala Ser Phe/ Thr Gin Lys Gly Asn Leu 
85 90 95 



288 



etc cgc cae att aaa ctg cac aea ggg gaa aaa cct ttt aag tgt cac 
Leu Arg His lie Lys Leu His Thr Gly Glu Lys Pro Phe Lys Cys His 
100 105 / 110 



336 



etc tgc aac tat gca tgc caa aga aga /gat gcg etc aeg ggg cat ctt 
Leu Cys Asn Tyr Ala Cys Gin Arg Arg /Asp Ala Leu Thr Gly His Leu 
115 120 / 125 



384 



agg aca cat tct gtg gag aaa ccc tad aaa tgt gag ttt tgt gga agg 
Arg Thr His Ser Val Glu Lys Pro Tyr Lys Cys Glu Phe Cys Gly Arg 
130 135 / 140 



432 



agt tac aag cag aga agt tec ctt 
Ser Tyr Lys Gin Arg Ser Ser Leu 
145 150 



kg gag cac aag gag cgc tgc cgt 
Lu Glu His Lys Glu Arg Cys Arg 
155 160 



480 



aca ttt ctt cag age act gae cea fagg gac act gca agt gcg gag gca 
Thr Phe Leu Gin Ser Thr Asp Pro /Gly Asp Thr Ala Ser Ala Glu Ala 
165 / 170 175 



528 



aga cac ate aaa gca gag atg ggaf agt gaa aga get etc gta ctg gac 
Arg His lie Lys Ala Glu Met GIV Ser Glu Arg Ala Leu Val Leu Asp 
180 / 185 190 



576 



aga tta gca age aat gtg gca aak cga aaa age tea atg cct cag aaa 
Arg Leu Ala Ser Asn Val Ala Lys Arg Lys Ser Ser Met Pro Gin Lys 
195 2Q0 205 



624 



ttc a 
Phe 



628 





<210> 


8 




























<211> 


209 




























<212> 


PRT 




























<213> 


Homo sapiens 






















<400> 


8 


























Glu 


Arg 


Asp 


Glu 


Asn 


Val 


Leuf 


Lys 


Ser 


Glu 


Pro 


Met 


Gly 


Asn 


Ala 


Glu 


1 




5 










10 










15 




Glu 


Pro 


Glu 


He 


Pro 


Tyr 


Serf 


Tyr 


Ser 


Arg 


Glu 


Tyr 


Asn 


Glu 


Tyr 


Glu 








20 








25 










30 






Asn 


He 


Lys 


Leu 


Glu 


Arg 


Hii 


Val 


Val 


Ser 


Phe 


Asp 


Ser 


Ser 


Arg 


Pro 






35 










40 










45 








Thr 


Ser 


Gly 


Lys 


Met 


Asn 


CyL 


Asp 


Val 


Cys 


Gly 


Leu 


Ser 


Cys 


He 


Ser 




50 










55 










60 










Phe 


Asn 


Val 


Leu 


Met 


Val 


Hifs 


Lys 


Arg 


Ser 


His 


Thr Gly 


Glu 


Arg 


Pro 


65 










70 










75 










80 


Phe 


Gin 


Cys 


Asn 


Gin 


Cys 


Gly 


Ala 


Ser 


Phe 


Thr 


Gin 


Lys 


Gly 


Asn 


Leu 








85 








90 










95 




Leu 


Arg 


His 


He 


Lys 


Leu 


His 


Thr 


Gly Glu 


Lys 


Pro 


Phe 


Lys 


Cys 


His 






100 










105 










110 






Leu 


Cys 


Asn 


Tyr 


Ala 


Cys 


fin 


Arg 


Arg 


Asp 


Ala 


Leu 


Thr 


Gly 


His 


Leu 






115 










120 










125 








Arg 


Thr 


His 


Ser 


Val 


Glu 


Lys 


Pro 


Tyr 


Lys 


Cys 


Glu 


Phe 


Cys 


Gly 


Arg 




130 










'135 










140 










Ser 


Tyr 


Lys 


Gin 


Arg 


Ser/ 


Ser 


Leu 


Glu 


Glu 


His 


Lys 


Glu 


Arg 


Cys 


Arg 


145 






150/ 










155 










160 
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Thr Phe Leu Gin Ser Thr Asp 
165 



CO Gly Asp Thr Ala Ser Ala Glu Ala 
170 175 
Arg His lie Lys Ala Glu Met yfely Ser Glu Arg Ala Leu Val Leu Asp 

180 / 185 190 

Arg Leu Ala Ser Asn Val Alaf Lys Arg Lys Ser Ser Met Pro Gin Lys 
195 / 200 205 

Phe 



<210> 9 
<211> 24 
<212> DNA 
<213> Mus musculds 



<400> 9 
gtaacctcct ccgtcatatt/ aaac 



24 



<210> 10 
<211> 24 
<212> DNA 
<213> Mus murfculus 



<400> 10 
cgagcttttc ttcaga&ccc tgac 



24 



<210> 11 
<211> 24 
<212> DNA I 
<213> Mus/musculus 



<400> 11 
tcagcttttg ggadtaccct gtca 



24 



<210> 12/ 
<211> 2< 
<212> DtfA 
<213> Mus musculus 



<400> 112 
tcagcttttg ggggtaccct gtca 



24 



<210> 113 
<211> /30 
<212>/dNA 
<213>/Mus musculus 



<400:jf 13 

atggtgaagg/tcggtgtgaa cggatttggc 



30 



<210> 14 
<211f> 30 
<212> DNA 
<216> Mus musculus 



<4d0> 14 

gcatcgaagg tggaagagtg ggagttgctg 



30 



<2iO> 15 

<2fLl> 1788 

<2l2> DNA 

<213> Mus musculus 



\ 



<2J 

<22U> CDS 

<22a> (223) . . . (1515) 
<4005f 15 

aattcgttct \accttctctg aaccccagtg gtgtgtcaag gccggactgg gagcttgggg 60 
gaagaggaag Wggaagagga atctgcggct catccaggga tcagggtcct tcccaagtgg 120 
ccactcagag oggactcaga gcaagtctag atttgtgtgg cagagagaga cagctctcgt 180 
ttggccttgg ggaggcacaa gtctgttgat aacctgaaga ca atg gat gtc gat 234 

Met Asp Val Asp 
1 



gag ggt caa gkc atg tec caa gtt tea gga aag gag age cec eca gtc 
Glu Gly Gin A^p Met Ser Gin Val Ser Gly Lys Glu Ser Pro Pro Val 
5 \ 10 15 20 



282 



agt gac act cce 
Ser Asp Thr J 



gat gaa ggg gat gag ccc atg cct gtc cct gag gac 
^Asp Glu Gly Asp Glu Pro Met Pro Val Pro Glu Asp 
25 30 35 



330 



ctg tec act ace tict gga gca eag eag aac tec aag agt gat ega ggc 
Leu Ser Thr Thr Ser Gly Ala Gin Gin Asn Ser Lys Ser Asp Arg Gly 
40 \ 45 50 



378 



atg ggt gaa egg cci^ 
Met Gly Glu Arg Pre 
55 



tte cag tgc aac eag tet ggg gee tec ttt acc 
Phe Gin Cys Asn Gin Ser Gly Ala Ser Phe Thr 
60 65 



426 



cag aaa ggc aac etc 
Gin Lys Gly Asn Leu 
70 



:tg egg eac ate aag ctg eac teg ggt gag aag 
fjeu Arg His lie Lys Leu His Ser Gly Glu Lys 
75 80 



474 



ecc ttc aaa tgc eat ct 
Pro Phe Lys Cys His L€ 
85 



tgc aac tat gee tgc egc egg agg gac gee 
Cys Asn Tyr Ala Cys Arg Arg Arg Asp Ala 
95 100 



522 



etc ace ggc eac ctg agg\ acg eac tec gtt ggt aag cct eac aaa tgt 
Leu Thr Gly His Leu ArgXThr His Ser Val Gly Lys Pro His Lys Cys 
105 \ 110 115 



570 



gga tat tgt ggc egg age 
Gly Tyr Cys Gly Arg Ser 
120 



aaa cag cga age tct tta gag gag cat 
^r Lys Gin Arg Ser Ser Leu Glu Glu His 
125 130 



618 



aaa gag ega tgc eac aac tai 
Lys Glu Arg Cys His Asn Tyi 
135 



ttg gaa age atg ggc ctt eeg ggc gtg 
Leu Glu Ser Met Gly Leu Pro Gly Val 
140 145 



666 



tgc cea gtc att aag gaa gaa 
Cys Pro Val lie Lys Glu Glu 
150 155 



ict aac eac aac gag atg gca gaa gac 
(hr Asn His Asn Glu Met Ala Glu Asp 
160 



714 



ctg tgc aag ata gga gca gag a^ 
Leu Cys Lys He Gly Ala Glu Ai 
165 170 



tee ctt gtc ctg gac agg ctg gca 
Ser Leu Val Leu Asp Arg Leu Ala 
175 180 



762 



age aat gtc gee aaa cgt aag age 
Ser Asn Val Ala Lys Arg Lys £ 
185 



tct atg cct cag aaa ttt ctt gga 
^Ser Met Pro Gin Lys Phe Leu Gly 
190 195 



810 



- 8 - 



gac aag tgc ctg tea gac 
Asp Lys Cys Leu Ser Asp 
200 



iatg ccc tat gac agt gcc aac tat gag aag 
;et Pro Tyr Asp Ser Ala Asn Tyr Glu Lys 
205 210 



858 



gag gat atg atg aca tec 
Glu Asp Met Met Thr Ser 
215 



cac gtg atg gac cag gcc ate aac aat gcc 
(is Val Met Asp Gin Ala lie Asn Asn Ala 
220 225 



906 



ate aac tac ctg ggg get gkg tec ctg cge cca ttg gtg cag aca ccc 
lie Asn Tyr Leu Gly Ala Glu Ser Leu Arg Pro Leu Val Gin Thr Pro 
230 2^5 240 



954 



ccc ggt age tee gag gtg gti 
Pro Gly Ser Ser Glu Val VaJ 
245 250 



cca gtc ate age tec atg tac cag ctg 
Pro Val lie Ser Ser Met Tyr Gin Leu 
255 260 



1002 



cac aag ccc ccc tea gat ggcleee cca egg tec aac cat tea gea cag 
His Lys Pro Pro Ser Asp GlylPro Pro Arg Ser Asn His Ser Ala Gin 
265 \ 270 275 



1050 



gac gcc gtg gat aac ttg ctg 
Asp Ala Val Asp Asn Leu Leu 
280 



ctg ctg tec aag gee aag tet gtg tea 
^eu Leu Ser Lys Ala Lys Ser Val Ser 
285 290 



1098 



teg gag ega gag gcc tec ccg age aac age tgc caa gac tec aca gat 
Ser Glu Arg Glu Ala Ser Pro Ser Asn Ser Cys Gin Asp Ser Thr Asp 
295 3Q0 305 



1146 



aca gag age aac gcg gag gaa cac 
Thr Glu Ser Asn Ala Glu Glu Glr 
310 315 



cge age ggc ctt ate tac eta ace 
Arg Ser Gly Leu lie Tyr Leu Thr 
320 



1194 



aac cac ate aac ccg cat gca cge\aat ggg ctg get etc aag gag gag 
Asn His lie Asn Pro His Ala Arg\Asn Gly Leu Ala Leu Lys Glu Glu 
325 330 \ 335 340 



1242 



cag cge gcc tac gag gtg ctg agg 
Gin Arg Ala Tyr Glu Val Leu Arg 
345 



icg gcc tea gag aac teg cag gat 
^la Ala Ser Glu Asn Ser Gin Asp 
350 355 



1290 



gcc ttc egt gtg gtc age acg agt gge gag cag ctg aag gtg tac aag 

Ala Phe Arg Val Val Ser Thr Ser Gly Glu Gin Leu Lys Val Tyr Lys 
360 3^5 370 

tgc gaa cac tgc cge gtg etc ttc ctg gat cac gtc atg tat ace att 

Cys Glu His Cys Arg Val Leu Phe Leu Asp His Val Met Tyr Thr lie 
375 380 \ 385 



1338 



1386 



cac atg gge tgc cat ggc tgc eat ggc\ ttt egg gat ccc ttt gag tgt 
His Met Gly Cys His Gly Cys His Gly \ Phe Arg Asp Pro Phe Glu Cys 
390 395 \ 400 



1434 



aac atg tgt ggt tat cac age eag gac 
Asn Met Cys Gly Tyr His Ser Gin Asp 
405 410 

ate acg egg ggg gag cat egt tac cac 
lie Thr Arg Gly Glu His Arg Tyr His 
425 



gg tac gag ttc tea tec cat 
rg Tyr Glu Phe Ser Ser His 
415 420 



dtg 

L5U 

4 30 



tgaageacaa agatagctgg ttatgectec ttce 
gtgggagtgg atttgeaggc agcatttgtt ettt 



age taaacecage caggecccac 
Ser 



:ggcag ctggaeceae ageggacaat 
:atgtt ggttgtttgg cgtttcattt 

9 - 



1482 



1535 



1595 
1655 



I 



gcgttggaag ataagttttt 
aacatccatc cttctagcca 
ttcctaacac tct 



^atgttagtg acaggattgc attgcatcag caacattcac 
:tttgttca ctggtagctg aggtttcccg gatatgtggc 



<210> 16 
<211> 1386 
<212> DNA 
<213> Mus musculus\ 



1715 
1775 
1788 



<220> 
<221> CDS 
<222> (1), 



(1383) 



<400> 16 
aat gtt aaa gta gag act cak 
Asn Val Lys Val Glu Thr Gl^ 
1 5 

gaa atg aat ggg gaa gaa tgt 
Glu Met Asn Gly Glu Glu Cy£ 
20 



agt gat gaa gag aat ggg cgt gcc tgt 
Ser Asp Glu Glu Asn Gly Arg Ala Cys 
10 15 

gcg gag gat tta cga atg ctt gat gcc 
Ala Glu Asp Leu Arg Met Leu Asp Ala 
25 30 



teg gga gag aaa atg aat ggcitcc cac agg gac caa ggc age teg get 
Ser Gly Glu Lys Met Asn Glylser His Arg Asp Gin Gly Ser Ser Ala 
35 \ 40 45 



ttg teg gga gtt gga ggc att 
Leu Ser Gly Val Gly Gly He 
50 55 



pga ctt cet aac gga aaa eta aag tgt 
irg Leu Pro Asn Gly Lys Leu Lys Cys 
60 



gat ate tgt ggg ate att tgc ate ggg cec aat gtg etc atg gtt cac 
Asp He Cys Gly He He Cys lie Gly Pro Asn Val Leu Met Val His 
65 70 \ 75 80 



aaa aga age cac act gga gaa cgc 
Lys Arg Ser His Thr Gly Glu Arc 
85 

gee tea tte ace cag aag ggc aac 
Ala Ser Phe Thr Gin Lys Gly Asn 
100 



cec tte cag tgc aat cag tgc ggg 
Pro Phe Gin Cys Asn Gin Cys Gly 
90 95 

\etg etc egg cac ate aag etg cat 
eu Leu Arg His He Lys Leu His 
05 110 



tec ggg gag aag cec tte aaa tgc c^c etc tgc aac tac gee tgc cgc 
Ser Gly Glu Lys Pro Phe Lys Cys His Leu Cys Asn Tyr Ala Cys Arg 
115 120 \ 125 



egg agg gac gee etc act ggc cac ctt 
Arg Arg Asp Ala Leu Thr Gly His Le^ 
130 135 

cet cac aaa tgt gga tat tgt ggc eg 
Pro His Lys Cys Gly Tyr Cys Gly Arg] 
145 150 



agg acg cac tec gtt ggt aaa 
Arg Thr His Ser Val Gly Lys 
140 

age tat aaa cag cga acg tct 
Ser Tyr Lys Gin Arg Thr Ser 
155 160 



tta gag gaa cat aaa gag cgc tgc cac I aac tac ttg gaa age atg ggc 
Leu Glu Glu His Lys Glu Arg Cys His Asn Tyr Leu Glu Ser Met Gly 
165 170 175 

ctt ecg ggc aca etg tac cea gtc att j aaa gaa gaa act aag cac agt 
Leu Pro Gly Thr Leu Tyr Pro Val IlejLys Glu Glu Thr Lys His Ser 
180 185/ 190 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



- 10 - 



gaa atg gca gaa gac ctg tgd aag ata gga tea gag aga tct etc gtg 
Glu Met Ala Glu Asp Leu Cysl Lys lie Gly Ser Glu Arg Ser Leu Val 
195 1200 205 



624 



etg gae aga eta gca agt aatlgte gee aaa egt aag age tct atg ect 
Leu Asp Arg Leu Ala Ser Asn Val Ala Lys Arg Lys Ser Ser Met Pro 
210 215 1 220 



672 



cag aaa ttt ett ggg gac aag 
Gin Lys Phe Leu Gly Asp Lys 
225 230 



jgc ctg tee gac aeg ecc tae gae agt 
jly Leu Ser Asp Thr Pro Tyr Asp Ser 
235 240 



720 



gee aeg tae gag aag gag aac g^a atg atg aag tee eac gtg atg gae 
Ala Thr Tyr Glu Lys Glu Asn GlLu Met Met Lys Ser His Val Met Asp 
245 1 250 255 



768 



caa gee ate aac aac gee ate aAc tae etg ggg gee gag tee etg ege 
Gin Ala lie Asn Asn Ala lie ASn Tyr Leu Gly Ala Glu Ser Leu Arg 
260 I 265 270 



816 



ccg ctg gtg cag aeg ecc ceg ggt 
Pro Leu Val Gin Thr Pro Pro Glj 
275 28C 



ggt tec gag gtg gtc ccg gtc ate 
Gly Ser Glu Val Val Pro Val He 
285 



864 




age ccg atg tae cag etg cac aggl ege teg gag ggc ace ccg ege tec 
Ser Pro Met Tyr Gin Leu His Argl Arg Ser Glu Gly Thr Pro Arg Ser 
290 295 \ 300 



aac cac teg gee cag gac age gee 
Asn His Ser Ala Gin Asp Ser Ala 
305 310 



jtg gag tae etg etg ctg etc tec 
fal Glu Tyr Leu Leu Leu Leu Ser 
315 320 



912 



960 



aag gee aag ttg gtg ecc teg gag 
Lys Ala Lys Leu Val Pro Ser Glu 
325 



jc gag geg tec ccg age aac age 
fg Glu Ala Ser Pro Ser Asn Ser 
330 335 



1008 



tge caa gac tec aeg gac ace gag agt 
Cys Gin Asp Ser Thr Asp Thr Glu Sei 
340 345 



aac aac gag gag cag ege age 
Asn Asn Glu Glu Gin Arg Ser 
350 



1056 



ggt ett ate tae etg ace aac cac at 
Gly Leu lie Tyr Leu Thr Asn His He] 
355 360 



gee cga ege geg caa ege gtg 
Ala Arg Arg Ala Gin Arg Val 
365 



1104 



teg etc aag gag gag cac cgc gee tae Igae ctg etg ege gee gcc tec 
Ser Leu Lys Glu Glu His Arg Ala Tyr lAsp Leu Leu Arg Ala Ala Ser 
370 375 1 380 



1152 



gag aac teg cag gae geg etc cgc gtg 
Glu Asn Ser Gin Asp Ala Leu Arg Val 
385 390 



jtc age ace age ggg gag cag 
/al Ser Thr Ser Gly Glu Gin 
395 400 



atg aag gtg tae aag tge gaa cac tgc :gg gtg etc ttc ctg gat cac 
Met Lys Val Tyr Lys Cys Glu His Cys Arg Val Leu Phe Leu Asp His 
405 1410 415 



1200 



1248 



gtc atg tae ace ate cac atg ggc tgc [cac ggc ttc egt gat cet ttt 
Val Met Tyr Thr He His Met Gly Cys |His Gly Phe Arg Asp Pro Phe 
420 425 1 430 



1296 



- 11 - 



gag tgc aac atg tgc ggc tac\ cac age cag gac egg tac gag ttc teg 
Glu Cys Asn Met Cys Gly TyrlHis Ser Gin Asp Arg Tyr Glu Phe Ser 
435 \440 445 



1344 



teg cac ata acg ega ggg gag 
Ser His lie Thr Arg Gly Glu 
450 455 



:ac cge ttc cac atg age taa 
Jis Arg Phe His M t Ser 
460 



1386 



<210> 17 

<211> 1296 

<212> DNA 

<213> Mus museulus 



<220> 
<221> CDS 
<222> (1) . 



(1296) 



<400> 17 

atg gat gtc gat gag ggt caa gaelatg tee eaa gtt tea gga aag gag 
Met Asp Val Asp Glu Gly Gin Asp \Met Ser Gin Val Ser Gly Lys Glu 
1 5 \ 10 15 



48 



age eee eca gtc agt gae act cea 
Ser Pro Pro Val Ser Asp Thr Pro 
20 



lat gaa ggg gat gag cec atg ect 
Isp Glu Gly Asp Glu Pro Met Pro 
\25 30 



96 



gtc ect gag gac etg tec act ace tbt gga gea eag cag aac tec aag 
Val Pro Glu Asp Leu Ser Thr Thr Sfer Gly Ala Gin Gin Asn Ser Lys 
35 40 1 45 



144 



agt gat ega ggc atg gee agt aat gtit aaa gta gag act eag agt gat 
Ser Asp Arg Gly Met Ala Ser Asn Vail Lys Val Glu Thr Gin Ser Asp 
50 55 1 60 



192 



gaa gag aat ggg egt gee tgt gaa ati 
Glu Glu Asn Gly Arg Ala Cys Glu Me^ 
65 70 



aat ggg gaa gaa tgt gea gag 
Asn Gly Glu Glu Cys Ala Glu 
75 80 



240 



gat tta ega atg ett gat gee teg ggs 
Asp Leu Arg Met Leu Asp Ala Ser Gl^ 
85 



gag aaa atg aat ggc tec cae 
Glu Lys Met Asn Gly Ser His 
90 95 



288 



agg gae caa ggc age teg get ttg teal gga gtt gga ggc att ega ett 
Arg Asp Gin Gly Ser Ser Ala Leu SeriGly Val Gly Gly lie Arg Leu 
100 105 1 110 



336 



ect aac gga aaa eta aag tgt gat ate 
Pro Asn Gly Lys Leu Lys Cys Asp lie 
115 120 



:gt ggg ate gtt tgc ate ggg 
Cys Gly lie Val Cys He Gly 
125 



384 



cec aat gtg etc atg gtt cac aaa aga 
Pro Asn Val Leu Met Val His Lys Arg 
130 135 

ttc eag tgc aac eag tet ggg gee tec 
Phe Gin Cys Asn Gin Ser Gly Ala Ser 
145 150 

etg egg cac ate aag etg cac teg ggt 
Leu Arg His He Lys Leu His Ser Gly 
165 



gt cat act ggt gaa egg ect 

er His Thr Gly Glu Arg Pro 
140 

tjtt ace cag aaa ggc aac etc 

p{he Thr Gin Lys Gly Asn Leu 

155 160 

g^g aag cec ttc aaa tgc eat 

Glu Lys Pro Phe Lys Cys His 
170 175 



432 



480 



528 



ctt tgc aac tat gcc tgc cgc 
Leu Cys Asn Tyr Ala Cys Arg 
180 



^gg agg gac gcc etc acc ggc cac ctg 
rg Arg Asp Ala Leu Thr Gly His Leu 
185 190 



576 



agg acg cac tec gga gac aag t4c ctg tea gac atg ccc tat gac agt 
Arg Thr His Ser Gly Asp Lys Cys Leu Ser Asp Met Pro Tyr Asp Ser 
195 2010 205 



624 



gcc aac tat gag aag gag gat ate 
Ala Asn Tyr Glu Lys Glu Asp Me^ 
210 215 



atg aca tec cac gtg atg gac cag 
Met Thr Ser His Val Met Asp Gin 
220 



672 



gcc ate aac aat gee ate aac tae\ ctg ggg get gag tec ctg cgc eca 
Ala lie Asn Asn Ala lie Asn Tyr \ Leu Gly Ala Glu Ser Leu Arg Pro 
225 230 \ 235 240 



720 



ttg gtg cag aca ccc ccc ggt age 
Leu Val Gin Thr Pro Pro Gly Ser 
245 



:cc gag gtg gtg cea gte ate age 
per Glu Val Val Pro Val lie Ser 
250 255 



768 



260 



275 



ccc 


dec 


Pro 


Pkro 




265 


gtg 


git 


Val 


Asb 


280 





270 



Asn Leu Leu Leu Leu Ser Lys 
285 



816 



864 



gcc aag tct gtg tea teg gag ega gad gcc tec ecg age aac age tgc 
Ala Lys Ser Val Ser Ser Glu Arg Glu\ Ala Ser Pro Ser Asn Ser Cys 
290 295 \ 300 



912 



caa gac tec aca gat aca gag age aac 
Gin Asp Ser Thr Asp Thr Glu Ser Asn 
305 310 



jcg gag gaa cag cgc age ggc 
^la Glu Glu Gin Arg Ser Gly 
315 320 



960 



ctt ate tac eta acc aac cac ate aac ebg cat gea cgc aat ggg ctg 
Leu lie Tyr Leu Thr Asn His lie Asn Pro His Ala Arg Asn Gly Leu 
325 330 335 



1008 



get etc aag gag gag cag cgc gee tac ga]g 
Ala Leu Lys Glu Glu Gin Arg Ala Tyr Gl 
340 345 



gtg ctg agg gcg gcc tea 
Val Leu Arg Ala Ala Ser 
350 



1056 



gag aac teg cag gat gee tte cgt gtg gtd age acg agt ggc gag cag 
Glu Asn Ser Gin Asp Ala Phe Arg Val Vail Ser Thr Ser Gly Glu Gin 
355 360 1 365 



1104 



ctg aag gtg tac aag tgc gaa cac tgc cgc 1 gtg etc tte ctg gat cac 
Leu Lys Val Tyr Lys Cys Glu His Cys Arg Ival Leu Phe Leu Asp His 
370 375 1 380 



1152 



gte atg tat acc att cac atg ggc tgc cat iggc tgc cat ggc ttt egg 
Val Met Tyr Thr lie His Met Gly Cys His [Gly Cys His Gly Phe Arg 
385 390 |395 400 



gat ccc ttt gag tgt aac atg tgt ggt tat 
Asp Pro Phe Glu Cys Asn Met Cys Gly Tyr 
405 410 



cac age cag gac agg tac 
His Ser Gin Asp Arg Tyr 
415 



1200 



1248 



- 13 



gag ttc tea tec eat ate 
Glu Phe Ser Ser His lie 
420 



iii^eg egg ggg gag eat cgt tae cae etg age 
r Arg Gly Glu His Arg Tyr His Leu Ser 
425 430 



1296 



<210> 18 

<211> 2049 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (223).. 



(1776) 



<400> 18 

aattegttet acettetetg aaeeccigtg gtgtgteaag gecggaetgg gagettgggg 60 
gaagaggaag aggaagagga atetgcgbct cateeaggga tcagggteet teeeaagtgg 120 
ecaeteagag gggaeteaga gcaagtctag atttgtgtgg cagagagaga eagctctcgt 180 
ttggeettgg ggaggeaeaa gtetgtt^at aaeetgaaga ca atg gat gte gat 234 

Met Asp Val Asp 
1 



gag ggt eaa gac atg tee eaa gt\ 
Glu Gly Gin Asp Met Ser Gin VaJ 
5 10 



tea gga aag gag age eec cea gte 
Ser Gly Lys Glu Ser Pro Pro Val 
15 20 



282 



agt gae act eca gat gaa ggg gati gag eec atg cet gte ect gag gac 
Ser Asp Thr Pro Asp Glu Gly Asp 1 Glu Pro Met Pro Val Pro Glu Asp 
25 I 30 35 



330 



etg tec act ace tet gga gca cag 
Leu Ser Thr Thr Ser Gly Ala Gin 
40 



:ag aae tec aag agt gat cga ggc 
;in Asn Ser Lys Ser Asp Arg Gly 
45 50 



378 



atg gee agt aat gtt aaa gta gag 
Met Ala Ser Asn Val Lys Val Glu 
55 60 



^ct cag agt gat gaa gag aat ggg 
(hr Gin Ser Asp Glu Glu Asn Gly 
65 



426 



cgt gee tgt gaa atg aat ggg gaa gaa tgt gca gag gat tta cga atg 
Arg Ala Cys Glu Met Asn Gly Glu Glu Cys Ala Glu Asp Leu Arg Met 
70 75 1 80 



474 



ett gat gee teg gga gag aaa atg adt ggc tec eac agg gac eaa ggc 
Leu Asp Ala Ser Gly Glu Lys Met Aan Gly Ser His Arg Asp Gin Gly 



85 



90 



age teg get ttg tea gga gtt gga gg 
Ser Ser Ala Leu Ser Gly Val Gly Gl^ 
105 

eta aag tgt gat ate tgt ggg ate gtt 
Leu Lys Cys Asp lie Cys Gly lie Val 
120 12 

atg gtt eac aaa aga agt cat act ggt' 
Met Val His Lys Arg Ser His Thr Gly 
135 140 



cag tet ggg gee tec ttt ace cag aai 
Gin Ser Gly Ala Ser Phe Thr Gin Ly 
150 155 



95 



100 



att cga ett cet aae gga aaa 
lie Arg Leu Pro Asn Gly Lys 
110 115 

tge ate ggg cce aat gtg etc 
Cys lie Gly Pro Asn Val Leu 
130 

gaa egg cet ttc cag tge aae 
Glu Arg Pro Phe Gin Cys Asn 
145 



ggc aae etc etg egg eac ate 
Gly Asn Leu Leu Arg His lie 
160 



522 



570 



618 



666 



714 



" 14 - 



aag ctg cac teg ggt gag aag 
Lys Leu His Ser Gly Glu Lys P 
165 170 



c|cc ttc aaa tgc cat ctt tgc aac tat 
ro Phe Lys Cys His Leu Cys Asn Tyr 
175 180 



gcc tgc cgc egg agg gac gcc 
Ala Cys Arg Arg Arg Asp Ala L 
185 



etc ace gge cac ctg agg aeg cac tec 
u Thr Gly His Leu Arg Thr His Ser 
190 195 



gtt ggt aag ect cac aaa tgt gha tat tgt gge egg age tat aaa cag 
Val Gly Lys Pro His Lys Cys Gly Tyr Cys Gly Arg Ser Tyr Lys Gin 
200 \ 205 210 



762 



810 



858 



ega age tct tta gag gag eat aae 
Arg Ser Ser Leu Glu Glu His Lyc 
215 22Q 



gag cga tgc cac aac tae ttg gaa 
Glu Arg Cys His Asn Tyr Leu Glu 
225 



906 



age atg gge ctt ceg gge gtg tgc 
Ser Met Gly Leu Pro Gly Val Cy£ 
230 235 

cac aac gag atg gca gaa gac ctg 
His Asn Glu Met Ala Glu Asp Leu 
245 250 

ctt gte ctg gae agg ctg gca age 
Leu Val Leu Asp Arg Leu Ala Ser 
265 

atg ect cag aaa ttt ctt gga gae 
Met Pro Gin Lys Phe Leu Gly Asp 
280 

gac agt gee aac tat gag aag gag 
Asp Ser Ala Asn Tyr Glu Lys Glu 
295 300 



cea gte att aag gaa gaa act aac 954 
Pro Val lie Lys Glu Glu Thr Asn 
240 

tgc aag ata gga gca gag agg tee 1002 
Cys Lys lie Gly Ala Glu Arg Ser 
255 260 

aat gte gcc aaa egt aag age tct 1050 
Asn Val Ala Lys Arg Lys Ser Ser 
270 275 

aag tgc ctg tea gac atg cec tat 1098 
liys Cys Leu Ser Asp Met Pro Tyr 
>85 290 

[at atg atg aca tee eac gtg atg 1146 
sp Met Met Thr Ser His Val Met 
305 



gac cag gcc ate aac aat gee ate alac tae ctg ggg get gag tee ctg 
Asp Gin Ala lie Asn Asn Ala lie Asn Tyr Leu Gly Ala Glu Ser Leu 
310 315 320 

cge cea ttg gtg cag aca cec cec gjt age tec gag gtg gtg cea gte 
Arg Pro Leu Val Gin Thr Pro Pro G Ly Ser Ser Glu Val Val Pro Val 
325 330 



ate age tec atg tae cag ctg cac akg 
lie Ser Ser Met Tyr Gin Leu His Lys 
345 

egg tee aac cat tea gca cag gae gte 
Arg Ser Asn His Ser Ala Gin Asp A .a 
360 3()5 



335 



340 



cec cec tea gat gge cec cea 
Pro Pro Ser Asp Gly Pro Pro 
350 355 

gtg gat aac ttg ctg ctg ctg 
Val Asp Asn Leu Leu Leu Leu 
370 



tec aag gcc aag tct gtg tea teg 
Ser Lys Ala Lys Ser Val Ser Ser G 
375 380 



g^g cga gag gcc tee ceg age aac 
u Arg Glu Ala Ser Pro Ser Asn 
385 



age tgc caa gae tec aca gat aca 
Ser Cys Gin Asp Ser Thr Asp Thr 
390 395 



g^g age aac gcg gag gaa cag cgc 
gIu Ser Asn Ala Glu Glu Gin Arg 
400 



1194 



1242 



1290 



1338 



1386 



1434 



- 15 - 



age ggc ctt ate tac eta aee 
Ser Gly Leu lie Tyr Leu Thr 
405 410 

ggg ctg get ete aag gag gag 
Gly Leu Ala Leu Lys Glu Glu 
425 



^ae cac ate aac ccg eat gea egc aat 1482 

^sn His lie Asn Pro His Ala Arg Asn 
415 420 

:^ag ege gee tae gag gtg etg agg geg 1530 

Ln Arg Ala Tyr Glu Val Leu Arg Ala 
430 435 



gee tea gag aae teg eag gat gee tte egt gtg gte age aeg agt gge 
Ala Ser Glu Asn Ser Gin Asp Ala Phe Arg Val Val Ser Thr Ser Gly 
440 \ 445 450 



1578 



gag eag etg aag gtg tae aag tgc 
Glu Gin Leu Lys Val Tyr Lys Cy| 
455 46? 



gaa eac tge ege gtg ete tte etg 
Glu His Cys Arg Val Leu Phe Leu 
465 



1626 



gat eae gte atg tat aee att cac 
Asp His Val Met Tyr Thr He His 
470 475 



atg gge tge eat gge tge eat gge 
Met Gly Cys His Gly Cys His Gly 
480 



1674 



ttt egg gat eec ttt gag tgt aael atg tgt ggt tat eae age eag gae 
Phe Arg Asp Pro Phe Glu Cys Asm Met Cys Gly Tyr His Ser Gin Asp 
485 490 1 495 500 



1722 



agg tac gag tte tea tee eat ate laeg egg ggg gag eat egt tac cac 
Arg Tyr Glu Phe Ser Ser His He iThr Arg Gly Glu His Arg Tyr His 
505 \ 510 515 



1770 



ctg age taaacccage eaggececae tgpagcacaa agatagctgg ttatgeetee 
Leu Ser 



1826 



tteceggcag ctggaeeeae ageggacaat gtgggagtgg atttgcaggc ageatttgtt 
ettttatgtt ggttgtttgg egtttcattt Igegttggaag ataagttttt aatgttagtg 
acaggattge attgcatcag eaaeattcac laacatccate ettctagcea gttttgttca 
ctggtagetg aggtttcecg gatatgtggc |ttcctaacae tct 

<210> 19 
<211> 1170 
<212> DNA 
<213> Mus museulus 



1886 
1946 
2006 
2049 



<220> 
<221> CDS 
<222> (1). 



. (1170) 



<400> 19 

atg gat gte gat gag ggt caa gae at 
Met Asp Val Asp Glu Gly Gin Asp Me 
1 5 

age cec eea gte agt gae act cea gat 
Ser Pro Pro Val Ser Asp Thr Pro Asp 
20 21 



gte cet gag gae ctg tee act aee tct gga gea eag eag aae tee aag 
Val Pro Glu Asp Leu Ser Thr Thr Ser Gly Ala Gin Gin Asn Ser Lys 



35 



40 



tee caa gtt tea gga aag gag 
Ser Gin Val Ser Gly Lys Glu 
10 15 

gaa ggg gat gag cee atg cet 
Glu Gly Asp Glu Pro Met Pro 
30 



agt gat ega ggc atg ggt gaa egg eci 
Ser Asp Arg Gly Met Gly Glu Arg Pr 
50 55 



45 

tte cag tgc aac eag tct ggg 
Phe Gin Cys Asn Gin Ser Gly 
60 



- 16 - 



48 



96 



144 



192 



gcc tec ttt acc cag aaa ggd 
Ala Ser Phe Thr Gin Lys GI5 
65 70 



aac etc ctg egg cac ate aag etg cac 
Asn Leu Leu Arg His lie Lys Leu His 
75 80 



240 



teg ggt gag aag cec tte aaaltge cat ett tgc aac tat gee tgc ege 
Ser Gly Glu Lys Pro Phe Lyslcys His Leu Cys Asn Tyr Ala Cys Arg 
85 \ 90 95 



288 



egg agg gac gee etc ace ggc 
Arg Arg Asp Ala Leu Thr Gly 
100 



^ae ctg agg acg cac tec gtc att aag 
lis Leu Arg Thr His Ser Val lie Lys 
105 110 



336 



gaa gaa act aac cac aac gag 
Glu Glu Thr Asn His Asn Glu 
115 



gea gaa gac etg tgc aag ata gga 
5t Ala Glu Asp Leu Cys Lys lie Gly 
20 125 



384 



gea gag agg tec ett gtc ctg gac agg ctg gea age aat gtc gee aaa 
Ala Glu Arg Ser Leu Val Leu Aap Arg Leu Ala Ser Asn Val Ala Lys 
130 135 r 140 



432 



cgt aag age tet atg ect cag aa^ 
Arg Lys Ser Ser Met Pro Gin Lys 
145 150 



ttt ett gga gac aag tgc etg tea 
Phe Leu Gly Asp Lys Cys Leu Ser 
155 160 



480 



gac atg cec tat gac agt gee aac \ tat gag aag gag gat atg atg aca 
Asp Met Pro Tyr Asp Ser Ala Asn \Tyr Glu Lys Glu Asp Met Met Thr 
165 \ 170 175 



528 



tec cac gtg atg gac cag gee ate 
Ser His Val Met Asp Gin Ala He 
180 



^ac aat gee ate aac tac etg ggg 
isn Asn Ala lie Asn Tyr Leu Gly 
1B5 190 



576 



get gag tee ctg cgc cea ttg gtg cag aca ece cec ggt age tec gag 
Ala Glu Ser Leu Arg Pro Leu Val Gin Thr Pro Pro Gly Ser Ser Glu 
195 200 \ 205 



624 



gtg gtg cea gtc ate age tee atg tac 
Val Val Pro Val lie Ser Ser Met Ty^ 
210 215 



cag etg cac aag cec cec tea 
Gin Leu His Lys Pro Pro Ser 
220 



672 



gat ggc cec cea egg tec aac eat teal gea cag gac gee gtg gat aac 
Asp Gly Pro Pro Arg Ser Asn His Sen Ala Gin Asp Ala Val Asp Asn 
225 230 235 240 



ttg etg ctg ctg tee aag gee aag tet 
Leu Leu Leu Leu Ser Lys Ala Lys Ser 
245 

tec ecg age aae age tgc caa gac tec 
Ser Pro Ser Asn Ser Cys Gin Asp Ser 
260 265 



gtg tea teg gag ega gag gcc 
Val Ser Ser Glu Arg Glu Ala 
250 255 

aca gat aca gag age aac gcg 
Thr Asp Thr Glu Ser Asn Ala 
270 



gag gaa cag ege age ggc ett ate tac :ta ace aac cac ate aae ecg 
Glu Glu Gin Arg Ser Gly Leu He Tyr ^eu Thr Asn His He Asn Pro 
275 280 285 

cat gea cgc aat ggg ctg get etc aag faag gag cag cgc gcc tac gag 
His Ala Arg Asn Gly Leu Ala Leu Lys 31u Glu Gin Arg Ala Tyr Glu 
290 295 300 



720 



768 



816 



864 



912 
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gtg ctg agg gcg gcc tea ga^ 
Val Leu Arg Ala Ala Ser Gli 
305 310 



aac teg eag gat gee tte egt gtg gtc 
Asn Ser Gin Asp Ala Phe Arg Val Val 
315 320 



960 



age acg agt gge gag eag etgl aag gtg tae aag tge gaa eae tge ege 
Ser Thr Ser Gly Glu Gin Leul Lys Val Tyr Lys Cys Glu His Cys Arg 
325 1 330 335 



1008 



gtg cte tte etg gat cae gtelatg tat aec att eae atg gge tge eat 
Val Leu Phe Leu Asp His Val iMet Tyr Thr lie His Met Gly Cys His 

345 




340 

gge tge cat gge ttt egg gat 
Gly Cys His Gly Phe Arg Asp 
355 

eae age eag gac agg tae gag 
His Ser Gin Asp Arg Tyr Glu 
370 375 

eat egt tae eae etg age 
His Arg Tyr His Leu Ser 
385 390 



<210> 20 

<211> 1128 

<212> DNA 

<213> Mus museulus 



350 



ee ttt gag tgt aae atg tgt ggt tat 
>ro Phe Glu Cys Asn Met Cys Gly Tyr 
J60 365 

tte tea tee eat ate aeg egg ggg gag 
Phe Ser Ser His lie Thr Arg Gly Glu 
380 



<220> 
<221> CDS 
<222> (1). 



(1128) 



<400> 20 

atg gat gte gat gag ggt caa gae atg tee eaa gtt tea gga aag gag 
Met Asp Val Asp Glu Gly Gin Asp Met Ser Gin Val Ser Gly Lys Glu 



10 



15 



20 



35 



eec 


gat 


Pro 


Asp 




25 


aee 


tet 


Thr 


Ser 


40 




aat 


gtt 


Asn 


Val 



30 



50 



55 



gaa gag aat ggg egt gee tgt gaa 
Glu Glu Asn Gly Arg Ala Cys Glu 
65 70 

gat tta ega atg ett gat gee tec 
Asp Leu Arg Met Leu Asp Ala Se 
85 



45 



60 



atg aat ggg gaa gaa tgt gea gag 
Met Asn Gly Glu Glu Cys Ala Glu 
75 80 

gga gag aaa atg aat gge tee eae 
Gly Glu Lys Met Asn Gly Ser His 
90 95 



1056 



1104 



1152 



1170 



48 



96 



144 



192 



240 



288 
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agg gac caa ggc age teg git ttg tea gga gtt gga ggc att ega ctt 
Arg Asp Gin Gly Ser Ser AlW Leu Ser Gly Val Gly Gly lie Arg Leu 
100 \ 105 110 



336 



cct aac gga aaa eta aag tgt 
Pro Asn Gly Lys Leu Lys Cyg 
115 



gat ate tgt ggg ate gtt tge ate ggg 
Asp lie Cys Gly lie Val Cys lie Gly 
120 125 



384 



ccc aat gtg cte atg gtt cae aaa aga agt eat aet gga gae aag tge 
Pro Asn Val Leu Met Val His 1 Lys Arg Ser His Thr Gly Asp Lys Cys 
130 1351 140 



432 



etg tea gae atg eee tat gae lagt gee aae tat gag aag gag gat atg 
Leu Ser Asp Met Pro Tyr Asp Iser Ala Asn Tyr Glu Lys Glu Asp Met 
145 150 \ 155 160 



480 



atg aca tee eae gtg atg gae 
Met Thr Ser His Val Met Asp 
165 



pag gee ate aae aat gee ate aae tac 
Jin Ala lie Asn Asn Ala lie Asn Tyr 
170 175 



528 



etg ggg get gag tee ctg cgc eca ttg gtg cag aca ccc ccc ggt age 
Leu Gly Ala Glu Ser Leu Arg Pro Leu Val Gin Thr Pro Pro Gly Ser 
180 185 190 



576 



tec gag gtg gtg eca gtc ate age tec atg tac cag ctg cae aag ccc 
Ser Glu Val Val Pro Val lie Ser Ser Met Tyr Gin Leu His Lys Pro 
195 200 205 



624 



eee tea gat ggc ccc eca egg tce\ aae eat tea gca cag gae gee gtg 
Pro Ser Asp Gly Pro Pro Arg SerlAsn His Ser Ala Gin Asp Ala Val 
210 215 \ 220 



672 



gat aac ttg ctg etg etg tec aag gee aag tet gtg tea teg gag cga 
Asp Asn Leu Leu Leu Leu Ser Lys Ala Lys Ser Val Ser Ser Glu Arg 
225 230 \ 235 240 



gag gee tee ecg age aae age tge caa gac tec aca gat aca gag age 
Glu Ala Ser Pro Ser Asn Ser Cys Gin Asp Ser Thr Asp Thr Glu Ser 
245 1 250 255 



aac gcg 
Asn Ala 



gag gaa 
Glu Glu 
260 



cag cgc age 
Gin Arg Ser 



ggc 
Gly 



ctt 
Leu 

26^5 



ate tac eta acc aac eae ate 
lie Tyr Leu Thr Asn His lie 
270 



aac 
Asn 


ecg 
Pro 


eat 
His 
275 


gea 
Ala 


cgc 
Arg 


aat 
Asn 


ggg 

Gly 


ctg 
Leu 
280 


get 
Al| 


etc 
Leu 


aag 
Lys 


gag 
Glu 


gag 
Glu 
285 


eag 
Gin 


cgc 
Arg 


gee 
Ala 


tac 
Tyr 


gag 
Glu 
290 


gtg 
Val 


etg 
Leu 


agg 
Arg 


gcg 
Ala 


gee 
Ala 
295 


tea 
Ser 


gag 

Glu 


aac 
Asn 


teg 
Ser 


eag 
Gin 
300 


gat 
Asp 


gee 
Ala 


ttc 
Phe 


cgt 
Arg 


gtg 
Val 
305 


gtc 
Val 


age 
Ser 


aeg 
Thr 


agt 
Ser 


ggc 
Gly 
310 


gag 
Glu 


eag 
Gin 


etg 
Leu 


aag 
Lys 


gtg 
Val 
315 


tac 
Tyr 


aag 
Lys 


tge 
Cys 


gaa 
Glu 


cae 
His 
320 


tge 
Cys 


cgc 
Arg 


gtg 
Val 


etc 
Leu 


ttc 
Phe 


ctg 
Leu 


gat 
Asp 


cae 
His 


gtc 
Val 


atg 
Met 


tat 
Tyr 


ace 
Thr 


att 
He 


cae 
His 


atg 
Met 


ggc 
Gly 



720 



768 



816 



864 



912 



960 



1008 



325 



330 



335 



19 - 



tgc cat ggc tgc cat ggc ttt cc 
Cys His Gly Cys His Gly Phe AriJ 
340 



gat ccc ttt gag tgt aac atg tgt 
Asp Pro Phe Glu Cys Asn Met Cys 
345 350 



1056 



ggt tat cac age cag gac agg tacl gag ttc tea tec cat ate acg egg 
Gly Tyr His Ser Gin Asp Arg Tyrl Glu Phe Ser Ser His lie Thr Arg 
355 360| 365 



1104 



999 9^9 c^'t cgt tac eac etg agej 
Gly Glu His Arg Tyr His Leu Ser 
370 375 



1128 



<210> 21 

<211> 1004 

<212> DNA 

<213> Mus musculus 



<220> 
<221> CDS 
<222> (I)-.. (1002) 

<400> 21 

gga gaa egg ccc ttc cag tgc aat eig tgc ggg gee tea ttc ace eag 

Gly Glu Arg Pro Phe Gin Cys Asn Gin Cys Gly Ala Ser Phe Thr Gin 
1 5 1 10 15 



48 



aag ggc aac etg etc egg cac ate ac 
Lys Gly Asn Leu Leu Arg His lie Ly 
20 



g etg eat tec ggg gag aag ccc 
s Leu His Ser Gly Glu Lys Pro 
25 30 



ttc aaa tgc cac etc tgc aac tac gc 
Phe Lys Cys His Leu Cys Asn Tyr Alt 
35 40 



: tgc cgc egg agg gac gcc etc 
Cys Arg Arg Arg Asp Ala Leu 
45 



act ggc eac etg agg acg cac tec gto att aaa gaa gaa act aag cac 
Thr Gly His Leu Arg Thr His Ser Val! lie Lys Glu Glu Thr Lys His 
50 55 \ 60 



96 



144 



192 



agt gaa atg gea gaa gac etg tgc aag\ ata gga tea gag aga tet etc 
Ser Glu Met Ala Glu Asp Leu Cys Lys 1 lie Gly Ser Glu Arg Ser Leu 
65 70 1 75 80 



240 



gtg etg gac aga eta gea agt aat gtc 
Val Leu Asp Arg Leu Ala Ser Asn Val 
85 



jee aaa egt aag age tet atg 
Via Lys Arg Lys Ser Ser Met 
90 95 



288 



cct cag aaa ttt ett ggg gac aag ggc 
Pro Gin Lys Phe Leu Gly Asp Lys Gly 
100 105 

agt gcc acg tac gag aag gag aac gaa a 
Ser Ala Thr Tyr Glu Lys Glu Asn Glu 
115 120 



:g tec gac acg ccc tac gac 
iu Ser Asp Thr Pro Tyr Asp 
110 

:g atg aag tee cac gtg atg 
it Met Lys Ser His Val Met 
125 



336 



384 



gac caa gcc ate aac aac gee ate aac 
Asp Gin Ala lie Asn Asn Ala lie Asn 
130 135 



fae etg ggg gee gag tec etg 
r^yr Leu Gly Ala Glu Ser Leu 
140 



432 



cgc ccg etg gtg cag acg ccc ceg ggc /ggt tee gag gtg gtc eeg gtc 
Arg Pro Leu Val Gin Thr Pro Pro Gly/Gly Ser Glu Val Val Pro Val 
145 150 / 155 160 



480 



T 20 - 



ate age ceg atg tae eag ctg cae agg ege teg gag gge ace ecg egc 
lie Ser Pro Met Tyr Gin Leu Hid Arg Arg Ser Glu Gly Thr Pro Arg 
165 170 175 



tec aae cac teg gee eag gac age 
Ser Asn His Ser Ala Gin Asp Set 
180 



gee gtg gag tae ctg etg ctg etc 
Ala Val Glu Tyr Leu Leu Leu Leu 
185 190 



tee aag gee aag ttg gtg cec tcg\gag egc gag gcg tee ceg age aae 



Ser Lys Ala Lys Leu Val Pro Ser 
195 200 

age tge caa gac tee acg gac ace 
Ser Cys Gin Asp Ser Thr Asp Thr 
210 215 

age ggt ctt ate tae etg acc aae 
Ser Gly Leu lie Tyr Leu Thr Asn 
225 230 

gtg teg etc aag gag gag cac egc 
Val Ser Leu Lys Glu Glu His Arg 
245 



Glu Arg Glu Ala Ser Pro Ser Asn 
205 

gag age aae aae gag gag eag egc 
Glu Ser Asn Asn Glu Glu Gin Arg 
220 

cac ate gee ega ege gcg caa egc 
fJis lie Ala Arg Arg Ala Gin Arg 
235 240 

(jcc tac gac ctg ctg egc gee gcc 
i^la Tyr Asp Leu Leu Arg Ala Ala 
250 255 



tee gag aae teg eag gac gcg etc <;ge gtg gtc age acc age ggg gag 
Ser Glu Asn Ser Gin Asp Ala Leu ;irg Val Val Ser Thr Ser Gly Glu 



260 

cag atg aag gtg tac aag tge gaa 

Gin Met Lys Val Tyr Lys Cys Glu 

275 280 

cac gtc atg tac ace ate cac atg 

His Val Met Tyr Thr He His Met 
290 295 

ttt gag tge aae atg tge gge tac 

Phe Glu Cys Asn Met Cys Gly Tyr 
305 310 



65 270 

Aae tge egg gtg etc tte etg gat 
Bis Cys Arg Val Leu Phe Leu Asp 
285 

dgc tge cac gge tte egt gat cet 
Gly Cys His Gly Phe Arg Asp Pro 
300 

qac age eag gac egg tac gag tte 
His Ser Gin Asp Arg Tyr Glu Phe 
315 320 



teg teg cac ata acg ega ggg gag cac ege tte cae atg age 

Ser Ser His lie Thr Arg Gly Glu Kis Arg Phe His Met Ser 
325 330 

ta 



<210> 22 
<211> 470 
<212> PRT 

<213> Mus museulus 
<220> 

<221> VARIANT 
<222> (1) . . . (470) 
<223> Xaa = Any Amino Acic 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1002 



1004 



<400> 22 
Xaa Xaa Ala Ser Asn Val Lys Va] 
1 5 



Glu Thr Gin Ser Asp Glu Glu Asn 
10 15 



- 21 - 



Gly 


Arg 


Ala 


Cys 


Glu 


Met 


Asn 


Gly 


Glu 


Glu 


Cys 


Ala 


Glu 


Asp 


Leu 


Arg 




20 










25 










30 






Met 


Leu 


Asp 


Ala 


Ser 


Gly 


Glu 


Lyfe 


Met 


Asn 


Gly 


Ser 


His 


Arg 


Asp 


Gin 






35 










40 












45 








Gly 


Ser 


Ser 


Ala 


Leu 


Ser 


Gly 


Val 


Gly 


Gly 


He 


Arg 


Leu 


Pro 


Asn 


Gly 




50 










55 












60 










Lys 


Leu 


Lys 


Cys 


Asp 


He 


Cys 




He 


Xaa 


Cys 


He 


Gly 


Pro 


Asn 


Val 


65 










70 












75 










80 


Leu 


Met 


Val 


His 


Lys 


Arg 


Ser 


His 


Thr 


Gly 


Glu 


Arg 


Pro 


Phe 


Gin 


Cys 










85 












90 










95 




Asn 


Gin 


Cys 


Gly 


Ala 


Ser 


Phe 


Thr 


Gin 


Lys 


Gly 


Asn 


Leu 


Leu 


Arg 


His 






100 










105 










110 






lie 


Lys 


Leu 


His 


Ser 


Gly 


Glu 


Lys 


Pro 


Phe 


Lys 


Cys 


His 


Leu 


Cys 


Asn 




115 










120 












125 








Tyr 


Ala 


Cys 


Arg 


Arg 


Arg 


Asp 


Ala 


L 


5U 


Thr 


Gly 


His 


Leu 


Arg 


Thr 


His 




130 










135 












140 










Ser 


Val 


Gly 


Lys 


Pro 


His 


Lys 


Cys 


G 


•y 


Tyr 


Cys 


Gly 


Arg 


Ser 


Tyr 


Lys 


145 










150 












155 










160 


Gin 


Arg 


Xaa 


Ser 


Leu 


Glu 


Glu 


His 




s 


Glu 


Arg 


Cys 


His 


Asn 


Tyr 


Leu 








165 












170 










175 




Glu 


Ser 


Met 


Gly 


Leu 


Pro 


Gly 


Xaa 


Xc 


a 


Xaa 


Pro 


Val 


He 


Lys 


Glu 


Glu 








180 










18B 










190 






Thr 


Xaa 


His 


Xaa 


Glu 


Met 


Ala 


Glu 


Asb 


Leu 


Cys 


Lys 


He 


Gly 


Xaa 


Glu 






195 










200 












205 








Arg 


Ser 


Leu 


Val 


Leu 


Asp 


Arg 


Leu 


Alk 


Ser 


Asn 


Val 


Ala 


Lys 


Arg 


Lys 


210 










215 












220 










Ser 


Ser 


Met 


Pro 


Gin 


Lys 


Phe 


Leu 


Gli\ 


Asp 


Lys 


Xaa 


Leu 


Ser 


Asp 


Xaa 


225 










230 












235 










240 


Pro 


Tyr 


Asp 


Ser 


Ala 


Xaa 


Tyr 


Glu 


Lys 


Glu 


Xaa 


Xaa 


Met 


Met 


Xaa 


Ser 






245 










250 










255 




His 


Val 


Met 


Asp 


Xaa 


Ala 


He 


Asn 


Asn 


Ala 


He 


Asn 


Tyr 


Leu 


Gly 


Ala 








260 










265 










270 






Glu 


Ser 


Leu 


Arg 


Pro 


Leu 


Val 


Gin 


Thr 


Pro 


Pro 


Gly 


Xaa 


Ser 


Glu 


Val 






275 








280 












285 








Val 


Pro 


Val 


He 


Ser 


Pro 


Met 


Tyr 


Gin 


Leu 


His 


Xaa 


Xaa 


Xaa 


Ser 


Xaa 




290 










295 












300 










Gly 


Xaa 


Pro 


Arg 


Ser 


Asn 


His 


Ser 


Ala 


Gin 


Asp 


Xaa 


Ala 


Val 


Xaa 


Xaa 


305 








310 












315 










320 


Leu 


Leu 


Leu 


Leu 


Ser 


Lys 


Ala 


Lys 


Xaa 


Val 


Xaa 


Ser 


Glu 


Arg 


Glu 


Ala 










325 








330 










335 




Ser 


Pro 


Ser 


Asn 


Ser 


Cys 


Gin 


Asp 


Ser 


Thr 


Asp 


Thr 


Glu 


Ser 


Asn 


Xaa 








340 






345 










350 






Glu 


Glu 


Gin 


Arg 


Ser 


Gly 


Leu 


He 


Tyr 


Leu 


Thr 


Asn 


His 


He 


Xaa 


Xaa 






o c c 






















^ c c 








Xaa 


Ala 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Leu 


Lys 


31u 


Glu 


Xaa 


Arg 


Ala 


Tyr 


Xaa 




370 










375 












380 










Xaa 


Leu 


Arg 


Ala 


Ala 


Ser 


Glu 


Asn 


Ser 


31n 


Asp 


Ala 


Xaa 


Arg 


Val 


Val 


385 








390 












395 










400 


Ser 


Thr 


Ser 


Gly 


Glu 


Gin 


Xaa 


Lys 


Val 


Tyr 


Lys 


Cys 


Glu 


His 


Cys 


Arg 










405 












no 










415 




Val 


Leu 


Phe 


Leu 


Asp 


His 


Val 


Met 


Tyr 


rhr 


He 


His 


Met 


Xaa 


Xaa 


Xaa 








420 








425 










430 






Gly 


Cys 


His 


Gly 


Phe 


Arg 


Asp 


Pro 


Phe 


piu 


Cys 


Asn 


Met 


Cys 


Gly 


Tyr 






435 










440 












445 








His 


Ser 


Gin 


Asp 


Arg 


Tyr 


Glu 


Phe 


Ser 1 


Ser 


His 


He 


Thr 


Arg 


Gly 


Glu 




450 










455 












460 










His 


Arg 


Xaa 


His 


Xaa 


Ser 
























465 








470 

























<210> 23 
<211> 334 



<212> PRT 

<213> Mus musculus 





<400> 


23 


Gly 


Glu 


Arg 


Pro 


1 








Lys 


Gly 


Asn 


Leu 






20 


Phe 


Lys 


Cys 


His 






35 




Thr 


Gly 


His 


Leu 




50 






Ser 


Glu 


Met 


Ala 


65 








Val 


Leu 


Asp 


Arg 


Pro 


Gin 


Lys 


Phe 






100 


Ser 


Ala 


Thr 


Tyr 






115 




Asp 


Gin 


Ala 


He 




130 






Arg 


Pro 


Leu 


Val 


145 








lie 


Ser 


Pro 


Met 


Ser 


Asn 


His 


Ser 








180 


Ser 


Lys 


Ala 


Lys 






195 




Ser 


Cys 


Gin 


Asp 




210 






Ser 


Gly 


Leu 


He 


225 








Val 


Ser 


Leu 


Lys 


Ser 


Glu 


Asn 


Ser 








260 


Gin 


Met 


Lys 


Val 






275 




His 


Val 


Met 


Tyr 




290 






Phe 


Glu 


Cys 


Asn 


305 








Ser 


Ser 


His 


He 



Phe 


Gin 


Cys 


Asn 


5 








Leu 


Arg 


His\ 


He 


Leu 


Cys 


Asn 


Vcyr 








\40 


Arg 


Thr 


His 


Ser 






55 




Glu 


Asp 


Leu 


cys 




70 






Leu 


Ala 


Ser 


As\n 


85 








Leu 


Gly 


Asp Lys 


Glu 


Lys 


Glu 


Asrl 








1201 


Asn 


Asn 


Ala 


He' 






135 




Gin 


Thr 


Pro 


Pro 




150 






Tyr 


Gin 


Leu 


His 


165 








Ala 


Gin 


Asp 


Ser 


Leu 


Val 


Pro 


Ser 








200 


Ser 


Thr 


Asp Thr 






215 




Tyr 


Leu 


Thr 


Asn 


230 






Glu 


Glu 


His 


Arg 


245 








Gin 


Asp 


Ala 


Leu 


Tyr 


Lys 


Cys 


Glu 








280 


Thr 


He 


His 


Met 






295 




Met 


Cys 


Gly Tyr 




310 






Thr 


Arg 


Gly Glu 


325 









Gin 


Cys 


Gly 


Ala 




10 






Lys 


Leu 


His 


Ser 


25 








Ala 


Cys 


Arg 


Arg 


Val 


He 


Lys 


Glu 






60 


Lys 


He 


Gly 


Ser 






75 




Val 


Ala 


Lys 


Arg 




90 






Gly 


Leu 


Ser 


Asp 


105 








Glu 


Her 


Hec 


Lys 


Asn 


Tyr 


Leu 


Gly 








140 


Gly 


Gly 


Ser 


Glu 






155 




Arg 


Arg 


Ser 


Glu 




170 






Ala 


Val 


Glu 


Tyr 


185 








GilU 


Arg 


GlU 


Axa 


Glu 


Ser 


Asn 


Asn 


I 






220 


Hols 


He 


Ala 


Arg 


\ 




235 




Alk 


Tyr 


Asp 


Leu 




250 






Ari 


Val 


Val 


Ser 


263 








Hid 


Cys 


Arg 


Val 


Gly 


Cys 


His 


Gly 








300 


His 


Ser 


Gin 


Asp 






315 




His 


Arg 


Phe 


His 
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